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On page 846
Line 1l: -151 should be -152.
Line 2: -120/-115 should be -112/-107.
Line 9: -248 should be -249.

Figure 1 was incorrect as printed. For the reader's

convenience it is reprinted here.
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Figure 1. Schematical representation of the (A) human and (B) rat IAPP
gene promoter constructs. The position of the 5' end of the IAPP gene
upstream sequences is numbered relative to the mapped transcriptional
startsites [37,19]. All promoter constructs contain exon 1, intron 1
and exon 2, up to the translational startcodon ATG. The luciferase
reporter gene fragment starts with this ATG start codon. Constructs
were made as described in Materials and Methods.
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In the article "Expression and Activity of Pre-dianthin
30 and Dianthin 30," by Giuseppe Legname, Gianni Gromo,

J. Michael Lord, Nicoletta Monzini, and Daniela Modena,
pages 1230—1237:

On page 1231, lines 13 and 14 should read "several key
residues, including the active site tetrapeptide -EAAR- in
position 177-180 and the W in position 209 were conserved (27)"
instead of "several key residues, including the active site
tetrapeptide ~EAAR- in position 222-225 and the W in position

256 were conserved (27)."
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